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Summary statistics 
 

Summary statistics (sample mean, standard deviation, and frequency of occurrence) 
were compiled for each of the six (2 sites × 3 blocks/site) blocks by averaging or summing the 
respective (n = 40 plots/ block) plot values. Site (Chezacut and Satah) statistics were obtained by 
calculating the mean (sum) and standard deviation of the relevant block estimates (n = 3 
blocks/site); similarly, overall statistics for both clearcuts combined (not calculated in 2001) were 
obtained by calculating the mean (sum) and standard deviation of the two site estimates. 

 
Change in moss and lichen cover  
  
 Changes in moss and lichen cover between 2001 and 2005 were assessed by 
calculating the (2005 minus 2001) difference in (%) intersection length for each species (group of 
species) and plot. The mean change for each block, and overall average for both sites combined, 
and associated standard deviations were calculated as described above. In addition, the number 
of plots with no recorded change (i.e., difference = 0), and the number of plots that showed an 
increase (difference > 0) or decrease (difference < 0), were tallied by species and block.  A sign 
test was used to test the null hypothesis that there was no shift in moss or lichen cover (i.e., 
probability of increase = probability of decrease = 0.5, excluding plots with difference = 0). 
Species (groups) were tested separately by block (using PROC UNIVARIATE in SAS). To 
calculate approximate p-values for testing the corresponding overall (all blocks) changes, the 
proportion of plots that showed an increase in cover was calculated for each block, and then 
these estimates were combined (as described above) to obtain an overall estimate of the 
probability of an increase, which was referred to the applicable (mean = 0.5) t distribution 
(assuming approximate normality of the block proportions, independence among blocks within 
sites and among sites, and homogeneity within and between sites).  Parametric t-tests analogous 
to the sign tests (i.e., based on raw differences rather than the signs of the differences) are also 
reported and are generally consistent with the sign-test results, even though most of the species 
(groups) exhibited substantial non-normality.  Where species occurred infrequently both the sign 
test and t-test lack power and the results should be interpreted accordingly.     
 
 


